
PROTICdb : a PROteomIC database



Protein
identification

720 MS analyses
80% identifications

Some proteomic results on maize leaves
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Drought stress

   - Control

   - Mild deficit

   - Strong deficit

Several stages

   - growing leaves

   - mature leaves

Different leaf areas

   - elongation zone

   - differentiation zone



Different projects

On differents organs:

   leaves

   seeds

   roots

   stem (wood)

On differents targets:

   drought

   kernel filling

   ploidy,

   wood formation

2n
4n

On differents species:

   Maize

   Rape, Cabbage

   Arabidopsis

   Pine



Objectives

The objectives are :

   1- Data storing, management, visualization and mining

   2- Data export to analysis software

   3- Knowledge management

   4- Web publication

Highly heterogeneous to store in an organized
way and to manage in order to extract
information.



Experimental data flow

plant
harvesting protein extraction

data analysis and
biological inference

2D-gel

image analysis2D-gel

same spots

master

2D-gel

identification no
hit

cross-analysis
of data



Gel n …

Gel 1

master

Gel 2
SpotGel 198

SpotGel 125

SpotGel 521

SpotGel 35

Spot 35

Data structuring

SpotGel : spot detected
with a specific detection
method on an image and
bearing an unique number
in a given number system.

Spot : group of SpotGels
with the same number in
a given number system.
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Data structuring
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Spot 35 Spot 16
same ptm
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The relationships are evidenced by the users.

The SpotGroups are created by the database.

automatically infered relationships

Data structuring
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The SpotGroups are up-dated by the database.

Data structuring

identified spot

The information is spread from one spot to another.
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